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Glucose
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\s ADP
Glucose 6-phosphate
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Fructose 6-phosphate
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[ App
Fructose 1,6-bisphosphate

cleavage
of 6-carbon

sugar phosphate
to the 3-carbon @

sugar
phosphates

Glyceraldehyde 3-phosphate
+

first
priming
reaction

second
priming @
reaction

Dihydroxyacetone phosphate

Glyceraldehyde 3-phosphate
+

Dihydroxyacetone phosphate
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6
HO—CH,
5

Preparatory phase

H H  Phosphorylation of glucose
‘N oH H A' and its conversion to
HO g OH  glyceraldehyde 3-phosphate
3
H OH
(P)—0—CH;
H /0 H @ Hexokinase
OH H
HO OH @ Phosphohexose
H isomerase
(P)—o0—CH, CH,—OH
H HO @ Phospho-
H OH fructokinase-1

@ Aldolase
@ Triose

phosphate
isomerase
(P)—0—CH,—C—CH,0H
4
@—o—cu,—fu—c\H
OH Triose
@—o—cu;—i—CHzOﬂ phosphate
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(b) I Payoff phase
/° Oxidative conversion of
Glyceraldehyde 3-phosphate (2) (@)-o0—; —(H—C, glyceraldehyde 3-phosphate

4 oH " topyruvate and the coupled

oxidation and formation of ATP and NADH
phosphorylation
A pe @ Glyceraldehyde
1,3-Bisphosphoglycerate (2) ®-O—CH3—?H—C\ 3-phosphate
first ATP- 2 ADp on 0o® dehydrogenase
forming reaction @
(substrate-level Phospho-
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: : kinase
on ©
0 Phospho-
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Phosphoenolpyruvate (2) CHy=C—C_
second ATP- 2ADP (l) 0" Pyruvate
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(substrate-level ,o
phosphorylation) CHam= o
Pyruvate (z) 1 No-
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dextrinase

Dextrin + nH20 » N D-glucose
maltase
Maltose + H20 » n 2 D-glucose
lactase
Lactose + H20 » D-galactose + D-glucose
sucrase
Sucrose + H20 » D-fructose + D-glucose
trehalase

Trehalose + H20 » 2 D-glucose
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Glycolysis Gluconeogenesis

ATP Glucose P;
hexokinase glucose 6-phosphatase
ADP Glucose 6-phosphate Hz0
ATP Fructose 6-phosphate P;
phospho- fructose
fructokinase-1 1.6-bisphosphatase
ADP Fructose 1,6-bisphosphate HzO

Dhihydroxyacetone Ihhydroxyacetone
phosphate phosphate
AN 7

(2) Glvceraldehvde 3-phosphate

(2) Py (2) P
(2) NAD™ (2) NAD™
(2) NADH + (2) H* (2) NADH + H*

(2) 1,3-Bisphosphoglycerate



(2) 1,3-Bisphosphoglycerate

(2) 3-Phosphoglycerate

I

(2) 2-Phosphoglycerate

l[ (2) GDP

(2) Phosphoenolpyruvate

(2) ADP PEP carboxykinase
pyruvate kinase (2) GTP
(2) Oxaloacetate
(2) ATP (2) ADP
(2) Pyvruvate pyruvate carboxylase

(2) ATP




(3iasisSslilly 58 5193 o8 Laily)

Aol landys ol @l A8l JI Axlxs 055 peexll U Aualidl uladdl clyals oLl Al> §
26 ally LU 1 CmanS¥1 Jms gnsml llsg GrmanSe¥l oty Sl 1 g+ gySiaall Ml
iy cOlaall § A pasls (e B SleeS O9SE el Ay lggdl Ml el o¥ 481510
Gl ST I cads pf g A0 M addl (gpmae I S T) SXan]l e S sl
JI G A8Mall ass (e Jsls gluconeogenesis dilos M3 (pe dlyiings)€ ad solias (e 3555501
Al sia e il @39 1930 ale 535S Gy>s $05S L Lea gluconeogenesis Jly glycolysis
AW paals Ji5 4 oy oal e oo Bylee 2 9 Coricycle )98 S39us Cuaws 5395 JUB (e
332y gl L 59Se K J) dligmd ol S wuST1 | Saall § Gilsadll oSl Mt gl e O9SEL
Ot Al miogs Al (6098 Bage ga slisl JSATlg laSMI mals J) diauis (&I COLaall J) e
e oda osdmily dewSe ad @,S Sygus Slglazll ols . gluconeogenesis Jlg  glycolysis !
LWyl e 5SS K0) eliy wie Alaail] Silaay|

Liver

Gluconeogenesis T\_
o ATF

2 Pyruvate

- "' Muscle

m‘ _‘_/1 Glycalysi

2 Pyruvate

l

. —— 2 Lactate

2 Lactate

2 Lactate_






